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N-linked glycosylation in the envelope protein of West Nile virus influences viral growth /in vitro and in vivo

Identification and characterization of WU Polyomavirus, a novel virus isolated from a patient with acute respira-
tory tract infection

Washington University, St. Louis, MO, USA Anne M. Gaynor

Large T antigen of JC virus promotes viral replication by inducing ATM- and ATR-mediated G checkpoint sig-
naling

Experimental mouse model of human influenza-associated encephalopathy in childhood

Advanced Training Course for Zoonosis Control 2009

Advanced Training Course for Zoonosis Control 2009

Zoonosis Control Doctor

Characterization of antimicrobial resistance and class 1 integrons in Escherichia coli isolated from white shrimp
(Litopenaeus vannamei) and water in Pnang-Nga Province, Thailand

Department of Microbiology, Faculty of Public Health, Mahidol University, Thailand Kanjana Changkaew
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21 1

Time Schedule
Dayl August19 (wed)

Day2 August 20 (thu)

Day 3 August 21 (fri)

9:00
Registration
Time appointed for assembling
in front of Veterinary Medicine
9:30
Leaving for Niseko by bus

12:00
| Arriving at Niseko

12:00-13:30
Lunch

13:30-13:45
Orientation: Satoru Konnai
Opening speech: Hiroshi Kida

13:45-16:00
Oral presentation
O-1. Louise Hamill
O-2. Liam Morrison
O-3. Amy F. Savage
O-4. Brett Eyford
O-5. Kyoko Hayashida

16:00-16:15
Coffee break
16:15-18:15
Oral presentation
O-6. Tomohiro Ishikawa
O-7. Ryo Murata
O-8. Kentaro Yoshii
Special lecture 1. Aaron C. Brault

18:30-20:00

Welcome reception
[

20:00-21:00

One minute presentation (flash talk)

7:00-8:30
Breakfast

8:30-10:00
Oral presentation
0-9. Andrea Marzi
0O-10. Keita Matsuno
O-11. David Safronetz
O-12. Shumpei Yasuda

10:00-10:15
Coffee break

10:15-11:45
Oral presentation
0O-13. Anne M.Gaynor
O-14. Tadaki Suzuki
O-15. Gerald S. Baron
0O-16. Chang-Hyun Song

11:45-13:00
Lunch

13:00-14:00
Special lecture 2. Wataru Kamitani

14:00-14:15
Coffee break

14:15-15:30
Oral presentation
O-17. Glenn A. Marsh
O-18. Yuji Sunden
0-19. Koichi Araki

15:30-15:45
Coffee break

15:45-17:45

Poster Core time  Discussion

18:30-20:30
BBQ

20:30-
Free Discussion

7:00-8:30
Breakfast

8:30-9:45
Oral presentation
0-20. Masato Hatta
0O-21. Tomohisa Tanaka
0-22. Rashid Manzoor
0O-23. Chie Nakajima

9:45-10:00 Coffee break

10:00-10:45
Oral presentation
0O-24. Nobuhiko Tokuriki
0O-25. Manabu lgarashi

10:45-11:00
Review awards & Break

11:00-
Awards & Closing speech:
Chihiro Sugimoto

11:45-
Leaving for Sapporo

13 30-14 45

Lunch at Otaru
. e

15 45
Arriving at Sapporo
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Program Day 1

Registration

12:00
13:30

13:45

14:15

14:45

15:15

15:45

16:00

16:15

16:45

17:00

17:15

18:30

20:00

9:00
9:30
12:00

13:30
13:45

14:15

14:45

1515

15:45

16:00

16:15

16:45

17:00

17:15

18:15

20:00

21:00

Leaving for Niseko by bus
Arriving at Niseko

Submitting presentation data & Setting up poster , Lunch time

Orientation : Satoru Konnai (Hokkaido University, Japan)
Opening speech: Hiroshi Kida
(Leader of Global COE program, Professor, Hokkaido University, Japan)

Oral presentation Chair persons: Tatsuya Sakurai & Hirohisa Mekata
O-1. Domestic pigs as potential reservoirs of human and animal trypanosomiasis
Louise Hamill (University of Edinburgh, UK)

0O-2. The genetics of Human African Trypanosomiasis outbreaks — implications for spread and con-
trol of the disease

Liam Morrison (University of Glasgow, UK)
O-3. Characterization of Unknown GPI Anchored Proteins in Trypanosoma brucei brucei
Amy F. Savage (Yale University, USA)
O-4. Differential protein expression throughout the life cycle of Trypanosoma congolense, a major para-
site of cattle in Africa
Brett Eyford (University of Victoria, Canada)
O-5. Aberrant expression of MDM2 and dysfunction of p53 pathway in Theileria parva-infected cells
Kyoko Hayashida (Hokkaido University, Japan)
Coffee break

Oral presentation Chair persons: Kentaro Yoshii & Tadaki Suzuki
0O-6. A novel chimeric flavivirus vaccine; prM/E to prM/E/NS1 strategy
Tomohiro Ishikawa (Kobe University, Japan)
O-7. N-linked glycosylation in the envelope protein of West Nile virus influences viral growth in vi-
tro and in vivo
Ryo Murata (Hokkaido University, Japan)
0O-8. Construction of a full length infectious cDNA clone for Omsk hemorrhagic fever virus
Kentaro Yoshii (Hokkaido University, Japan)
Special lecture 1

A murder of crows: Molecular identification of the emergence of avian virulence determinants
of West Nile viruses

Aaron C. Brault (University of California, Davis & Centers for Disease control and
Prevention, USA)

Welcome reception

One minute presentation (flash talk) of 37 posters




Program Day 2

7:30

8:30

9:00

9:15

9:45

10:00

10:15

10:45

11:00

11:30

11:45

13:00

14:00

14:15

14:45

15:00

15:30
15:45
16:45
18:30
20:30

8:30

9:00

9:15

9:45

10:00

10:15

10:45

11:00

11:30

11:45

13:00

14:00

14:15

14:45

15:00

15:30

15:45
16:45
17:45
20:30

Breakfast
Oral presentation Chair persons: Kenta Shimizu & Eri Nakayama
0O-9. Cross-protective efficacy of Vesicular-Stomatitis-Virus-based Ebola vaccines
Andrea Marzi (National Institutes of Health, NIAID, USA)
0O-10. Different efficiency of C-type lectin-mediated entry between Marburg virus strains

Keita Matsuno (Hokkaido University, Japan)
O-11. Replication deficient Adenovirus vectors expressing Andes virus nucleoprotein or individual
glycoproteins protect hamsters from lethal hantavirus infection
David Safronetz (National Institutes of Health, NIAID, USA)

0O-12. Hantavirus genome quantification in experimentally infected laboratory rats and naturally in-
fected wild rats (Rattus norvegicus)

Shumpei Yasuda (Hokkaido University, Japan)
Coffee break

Oral presentation Chair persons: Chang-Hyun Song & Yasuko Orba
0O-13. Identification and characterization of WU polyomavirus, a novel virus isolated from a patient
with acute respiratory tract infection

Anne M. Gaynor (Washington University, USA)
O-14. Viroporin activity of JCV agnoprotein

Tadaki Suzuki (Hokkaido University, Japan)
O-15. Towards imaging prion replication and spread

Gerald S. Baron (National Institutes of Health, NIAID, USA)
O-16. Effect of transplantation of bone marrow-derived mesenchymal stem cells on mice infected with

prions
Chang-Hyun Song (Hokkaido University, Japan)
Lunch
Oral presentation Chair persons: Satoru Konnai & Naoki Yamamoto

Special lecture 2
A novel strategy to suppress host gene expression by SARS coronavirus nspl protein
Wataru Kamitani (Osaka University, Japan)
Coffee break

Oral presentation Chair persons: Satoru Konnai & Yosuke Nakayama
O-17. Progress towards an understanding of the broad host-range and pathogenesis of Henipaviruses
and pathogenesis of Henipaviruses
Glenn A. Marsh (CSIRO Livestock Industries, Australia)

O-18. Suppression of rabies virus propagation in mice brain by intracerebral immunization of inacti-
vated virus

Yuji Sunden (Hokkaido University, Japan)

0O-19. Virus specific T cells generated in the presence of calcineurin-inhibitor FK506 cause lethal dis-
ease: Implications for transplantation

Koichi Araki (Emory University, USA)
Coffee break (e
Poster Core time

Poster session (Discussion)
BBQ
Free Discussion



ProgramDay 3

August 21 (fri), 2009

7:30
7:30

8:30

9:00

9:15

9:30

9:45

10:00

10:30

10:45
11:00

11:15
11:45

13:30
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8:30
8:30

9:00

9:15

9:30

9:45

10:00

10:30

10:45

11:00

14:45
15:45

Breakfast
Removing Poster

Oral presentation Chair persons: Masatoshi Okamatsu & Yuji Sunden
0O-20. The molecular determinants for the pathogenicity of HSN1 influenza A virus

Masato Hatta (University of Wisconsin-Madison, USA)
O-21. Experimental mouse model of human influenza-associated encephalopathy in childhood
Tomohisa Tanaka (Hokkaido University, Japan)

O-22. PB2 protein of a highly pathogenic avian influenza virus strain A/chicken/
Yamaguchi/7/2004 (H5N1) determines its replication potential in pigs

Rashid Manzoor (Hokkaido University, Japan)
0O-23. Characterization of a new mycobacterial species belonging to Mycobacterium tuberculosis com-
plex isolated from monkeys in Bangladesh
Chie Nakajima (Hokkaido University, Japan)
Coffee break

Oral presentation Chair person: Kimihito Ito
O-24. The unique strategy of viral proteins for robustness and evolvability

Nobuhiko Tokuriki (University of Cambridge, UK)
0-25. Prediction of N-glycosylation potential of influenza virus hemagglutinin:a bioinformatics ap-
proach
Manabu lgarashi (Hokkaido University, Japan)
Review awards & Break
Awards & Closing speech: Chihiro Sugimoto
(Member of Global COE program, Professor, Hokkaido University, Japan)
Preparation for leaving

Leaving for Sapporo

Lunch at Otaru

Arriving at Sapporo




Profile of Invited speakers

Special Leture 1

Aaron C. Brault

Associate Professor (adjunct)/ Research Microbiologist
Division of Vector-borne Infectious Diseases,

Centers for Disease Control and Prevention

Department of Pathology, Microbiology and Immunology
University of California, Davis

ACADEMIC DEGREES:
B.S. 1995  Texas A&M University (Zoology)
Ph.D. 2001  University of Texas Medical Branch (Virology/Experimental Pathology)

PROFESSIONAL APPOINTMENTS:

2001 - 2003 ASM postdoctoral scholar Centers for Disease Control and Prevention
2003 - 2007 Assistant Professor, University of California, Davis

2007 - Associate Professor, University of California, Davis

2009- Research Microbiologist, Centers for Disease Control and prevention

RESEARCH INTERESTS:

Viral emergence mechanisms
Genetic determinants of Pathogenesis
Viral Evolution

Special Leture 2

Wataru Kamitani

Associate Professor

Global COE Program

Research Institute for Microbial Diseases
Osaka University

ACADEMIC DEGREES:
D.V.M. 1999 Rakuno Gakuen University (Veterinary Medicine)
Ph.D. 2003  Osaka University (Molecular Medicine)

PROFESSIONAL APPOINTMENTS:

April, 2003-March, 2004 Postdoctoral Fellow, Department of Virology, Research Institute for Microbial Dis-
eases, Osaka University, JAPAN

May, 2004-March, 2009 Postdoctoral Fellow, Department of Microbiology and Immunology, The University of
Texas Medical Branch at Galveston, Galveston, Texas, USA

April, 2009- Associate Professor, Global COE Program, Research Institute for Microbial Diseases,

Osaka University

RESEARCH INTERESTS:

I am most interested in understanding the molecular basis of pathogenesis of emerging viruses. Severe acute respiratory
syndrome (SARS) coronavirus (SARS-CoV) is the etiological agent of the recently emerged human respiratory diseases
SARS. Currently, I am studying the effect of SARS-CoV proteins, nspl, on host cells. My studies have suggested that nspl
protein inhibits host mMRNA accumulation in SARS-CoV-infected cells. | speculate that SARS-CoV uses this property of
the protein to shut off the expression of genes that are involved in host innate immune responses. | would like to under-
stand the mechanism of suppression of host gene expression by nspl protein.

Page 7



Profile of Invited speakers

Oral presentation 1

Louise Hamill

MSc by Research Student

Centre for Infectious Diseases,

College of Medicine and Veterinary Medicine,
Royal Dick School of Veterinary Science,

The University of Edinburgh

ACADEMIC DEGREES:
BSc Biological Sciences with Honors in Microbiology and Infection, 2.1 (University of Edinburgh, 2004-2008)

MSc by Research, The Molecular Epidemiology of Trypanosomiasis in Uganda (University of Edinburgh, 2008-2009,
completion Autumn 2009)

PROFESSIONAL APPOINTMENTS:

BSP student member since January 2009

Biological Sciences student representative, September 2006
Immunology 3 class representative, 2006

Biological Sciences Student mentor, 2005-2008

RESEARCH INTERESTS:

My primary research interest is the epidemiology of human and animal trypanosomiasis, with a strong emphasis on
zoonotic Trypanosoma brucei rhodesiense. As part of my undergraduate degree | completed a laboratory based research pro-
ject entitled “The trypanosomes of pigs in Arusha, Tanzania”, a project | secured independently and in which | was
awarded a first. The results of the project are currently going through the departmental editing process, with a view to
submitting for publication soon.

My masters project is entitled “The molecular epidemiology of trypanosomiasis in Uganda”. It aims to assess the im-
pact of the SOS re-treatment intervention on the prevalence of T. vivax, T. b. brucei and T. b. rhodesiense; more information
relating to this programme can be found at www.sleepingsickness.org. Twenty villages were randomly selected from
within the re-treatment area, of which ten had reported human sleeping sickness cases. Molecular analysis if cattle blood
samples from these twenty villages is currently underway, using both PCR and loop-mediated isothermal amplification
(LAMP) protocols. During the course of my project so far | have undertaken a large amount of both collaborative and
individual work, both here in laboratory in Edinburgh as well as in the collection of field samples in Uganda.

Oral presentation 2

Liam Morrison

Postdoctoral Research Associate

Wellcome Centre for Molecular Parasitology
Faculty of Veterinary Medicine

University of Glasgow

ACADEMIC DEGREES:

B.Sc. 1998  University of Glasgow (Parasitology)

B.V.M.S. 2000  University of Glasgow (Veterinary Medicine) | » {

Ph.D. 2004  University of Glasgow (Molecular Parasitology) L £ it "1
PROFESSIONAL APPOINTMENTS:

2003-2005 Research Assistant, Wellcome Centre for Molecular Parasitology, University of Glasgow

2005-2010 Postdoctoral Research Associate, Wellcome Centre for Molecular Parasitology, University of Glasgow

Page 8



RESEARCH INTERESTS:

My research interests focus on the genetics of parasites, specifically African trypanosomes, and the implications that ge-
netic diversity and genetic exchange have upon the epidemiology of disease, particularly with reference to the spread of
traits such as drug resistance and pathogenesis. | work both on the trypanosomes species that infect domestic livestock
(Trypanosoma brucei, Trypanosoma congolense and Trypanosoma vivax), as well as the trypanosomes that cause Human Afri-
can Trypanosomiasis, or sleeping sickness (Trypanosoma brucei rhodesiense and Trypanosoma brucei gambiense). | am inter-
ested in the determinants of disease pathogenesis, treatment and spread at the levels of both the host and parasite, and the
translation of lab based studies into the clinical setting. | use both population genetics approaches to understand the dy-
namics of trait transmission in field populations, and also laboratory based studies using a classical genetic approach to
identify genes in the parasite responsible for phenotypes. An example of the latter from my current work is the identifica-
tion of trypanosome genetic loci involved in causing pathology of the liver and spleen in the host.

Oral presentation 3

Amy F. Savage

Doctoral Candidate, Division of Epidemiology of Microbial Disease
Yale School of Epidemiology & Public Health

Yale School of Medicine

Yale University

ACADEMIC DEGREES:

A.S. 1996  University of Connecticut (Applied Science)
B.S. 2001  University of Connecticut
(Pathobiology, Animal Science)
M.S. 2003  University of Florida (Veterinary Parasitology)
M. Phil. 2007  Yale University (Epidemiology of Microbial Disease)

PROFESSIONAL APPOINTMENTS:
Intern and Technician, Biocomplexity of Introduced Avian Disease, US Geological Survey, Pacific Island Ecosystems
Research Center

RESEARCH INTERESTS:

I am interested in both zoonotic and vector-borne eukaryotic parasites of importance to human and animal health.
Specifically, I am interested in the host-parasite interactions which allow the parasites to establish and maintain a presence
in their host. Additionally, I am interested in the role parasites play in the decline of host populations.

Oral presentation 4

Brett Alexander Eyford

Doctoral Student of Professor Terry Pearson
Department of Biochemistry and Microbiology
Faculty of Graduate Studies

University of Victoria

ACADEMIC DEGREES:
B.Sc. (honours)  2003-2007  University of Victoria (Biochemistry)
Ph.D 2007- University of Victoria (Biochemistry)

RESEARCH INTERESTS:

Mass spectrometry based analysis of African trypanosomes; Studies of differential protein expression throughout the
Trypanosoma congolense life cycle; Development of new diagnostics for human African trypanosomiasis; Antibodies for
enrichment of low abundance plasma proteins/peptide; Killing of trypanosome by modified host defense peptides.

Page 9



Profile of Invited speakers

Oral presentation 6

Tomohiro Ishikawa

Research resident

Department of International Health
Graduate School of Health Sciences
Kobe University

ACADEMIC DEGREES:

B.A. 2001 Kobe University (Health Sciences)
M.A. 2003 Kobe University (Health Sciences)
Ph.D. 2006 Kobe University (Health Sciences)

PROFESSIONAL APPOINTMENTS:

2006 - 2008 Post-doctoral Fellow, Department of Pathology University of Texas Medical Branch

2008 - Research resident, Department of International Health, Kobe University Graduate School of Health
Sciences

RESEARCH INTERESTS:
Virology, Vaccinology, Infection-immunology

Oral presentation 9

Andrea Marzi

Visiting fellow

Laboratory of Virology

Rocky Mountain Laboratories, NIAID, NIH
903 South 4™ Street

Hamilton, MT 59840, USA

ACADEMIC DEGREES:
B.Sc. 10/2000 University Erlangen-Ntrnberg, Germany (Biology)
M.Sc. 0372003  University Erlangen-Nirnberg, Germany
(Microbiology & Virology)
Ph.D. 06/2007 University Erlangen-Nurnberg, Germany
(Virology & Molecular Biology, “summa cum laude™)

PROFESSIONAL APPOINTMENTS:

07/2007_08/2007 Postdoctoral fellow in Dr. Stefan Péhlmann’s laboratory
Institute for Clinical and Molecular Virology,
Friedrich-Alexander-University Erlangen-Nirnberg

09/2007_09/2008 NSERC visiting fellow in Dr. Heinz Feldmann’s laboratory
Public Health Agency of Canada, National Microbiology Laboratory, Special Pathogens Pro-
gram, Winnipeg, Canada

10/2008 _ Visiting fellow in Dr. Heinz Feldmann’s laboratory

Laboratory of Virology, Rocky Mountain Laboratories, NIAID, NIH, Hamilton, Montana,
USA

Page 10



RESEARCH INTERESTS:

The focus of my research lies on the filovirus glycoprotein essential for productive infection of target cells.

First of all, the glycoprotein mediates the attachment of viral particles to the cell and receptor engagement finally leading
to the fusion of viral and cellular membrane and to infection of the cell. I am interested in analyzing the single steps in-
volved in this process like binding to cell surface molecules, uptake of viral particles into the cell via endocytosis and the
cleavage of the virus glycoprotein triggering membrane fusion. The process itself is identified but the underlying molecular
determinants are not very well understood and need further study.

Second, I am working with the Vesicular-Stomatitis-Virus (VSV)-based vaccine against Ebola and Marburg virus devel-
oped in Dr. Feldmann’s lab with the focus on cross-protection. There are five different Ebola virus species known so far
and it would be great to have just one single vaccine able to induce immune response against them all. The vaccine con-
tains the filoviral glycoprotein as antigen and we are currently investigating using animal models, if we can achieve cross-
protective immunity with one single dose of this vaccine.

Oral presentation 11

David Safronetz

Visiting Fellow

Laboratory of Virology

National Institutes of Health

National Institute of Allergy and Infectious Disease

ACADEMIC DEGREES:
B.Sc. 2000  University of Saskatchewan (Medical Microbiology and Immunology)
M.Sc. 2003  University of Manitoba (Medical Microbiology)
Ph.D. 2009 University of Manitoba (Medical Microbiology)

PROFESSIONAL APPOINTMENTS:
2008 - Visiting Fellow, Laboratory of Virology, NIH, NIAID

RESEARCH INTERESTS:

My primary research interest is hantaviruses, with emphasis on ecology of virus transmission and disease prevention.
My past research has included field work looking at seroprevalence and virus transmission, both long term studies as well
as those surrounding hantavirus pulmonary syndrome (HPS) case investigations. My current work is focused on patho-
genesis of Andes virus in the hamster model of HPS as well as vaccine studies aimed at dissecting the protective immune
response.

Page 11



Profile of Invited speakers

Oral presentation 13

Anne M. Gaynor

PhD Candidate

Division of Biology and Biological Sciences
Program in Molecular Microbiology and Microbial Pathogenesis
Washington University in St. Louis, MO, USA

ACADEMIC DEGREES:
Bachelor of Science in Forensic Biology with Distinction, 2000
Juniata College,

Huntingdon PA, USA

RESEARCH INTERESTS:

My interests have been focused on the study of infectious diseases of unknown etiology, specifically respiratory disease.
My current thesis work has focused on the characterization of a novel polyomavirus called WU Polyomavirus. This virus
was identified in our laboratory using unbiased sequencing techniques from a nasopharyngeal aspirate from a child with
acute respiratory tract illness of unknown etiology. Currently | am trying to understand the tissue tropism of this virus by
developing an in-vitro tissue culture system where we can study the replication cycle of the virus. Upon the completion of
my doctoral dissertation | hope to utilize my research background in the global public health field.

Oral presentation 15

Gerald S. Baron

Rocky Mountain Laboratories
National Institutes of Health
Laboratory of Persistent Viral Diseases
903 S. 4™ St.Hamilton, MT 59840

ACADEMIC DEGREES:
1993  BSc (Biochemistry) University of Victoria, Victoria, B.C.
1998  PhD (Biochemistry) “Isolation and characterization of two

genetic loci from the intracellular pathogen Francisella novicida.”
Supervisor: Francis E. Nano, University of Victoria, Victoria, B.C.

PROFESSIONAL TRAINING AND POSITIONS

1991-1993

1993-1998

1995

1998-2003

2003-2005

2005-

Page 12

Undergraduate Research (laboratory of Francis E. Nano), Dept. of Biochemistry and Microbiology, Uni-
versity of Victoria, Victoria, B.C. "Characterization of a serum-sensitive mutant of Francisella novicida
defective for growth in macrophages." "Production of antiserum against GseA, a KDO-transferase of
Chlamydia trachomatis."

Graduate Research (laboratory of Francis E. Nano), Dept. of Biochemistry and Microbiology, University
of Victoria, Victoria, B.C. "ldentification of factors of Francisella required for growth in macrophages."
Graduate Directed Studies Research (laboratory of Terry Pearson), Dept. of Biochemistry and Microbiol-
ogy, University of Victoria, Victoria, B.C. "Amino acid microsequencing of the kinetoplastid membrane
protein-11 (KMP-11) from African trypanosomes."

Visiting Postdoctoral Fellow (laboratory of Byron Caughey), Laboratory of Persistent Viral Diseases,
Rocky Mountain Laboratories, Hamilton, MT “Effect of membrane association on prion protein interac-
tions.” “Development of high-throughput assays for identification of modulators of prion protein interac-
tions.”

Research Fellow (laboratory of Byron Caughey), Laboratory of Persistent Viral Diseases, Rocky Moun-
tain Laboratories, Hamilton, MT

Tenure-track investigator, Laboratory of Persistent Viral Diseases, Rocky Mountain Laboratories, Hamil-
ton, MT



Oral presentation 17

Glenn Marsh

Postdoctoral Fellow

Australian Animal Health Laboratory

Livestock Industries

Commonwealth Scientific and Industrial Research Organisation
Geelong, Australia

ACADEMIC DEGREES:
BAppSci 1998  RMIT University, Melbourne, Australia
Ph.D. 2004  RMIT University (Virology), Melbourne, Australia

PROFESSIONAL APPOINTMENTS:

1998 - 2004 Lecturer and tutor, Department of Biotechnology and Environmental Biology, RMIT University,
Melbourne, Australia

2004 - 2007 Postdoctoral Fellow, Department of Microbiology, Mount Sinai School of Medicine, New York,
USA

2007 - Postdoctoral Fellow, Australian Animal Health Laboratory, CSIRO, Geelong Australia

RESEARCH INTERESTS:
Development of reverse genetics systems for Henipaviruses, SARS and SARS-like Coronaviruses, with the overall goal
of this work being the characterization of the molecular determinants of virulence in these highly pathogenic viruses.
Examination of bats as the natural reservoir of these viruses, with the goal of understanding how bats are infected with
no signs of illness.

Oral presentation 19

Koichi Araki

Postdoctoral fellow

Emory Vaccine Center

Department of Microbiology and Immunology
Emory University School of Medicine

ACADEMIC DEGREES:
D.V.M 2000 Hokkaido University (\eterinary Medicine)
Ph.D. 2004  Hokkaido University (Veterinary Medicine)

PROFESSIONAL APPOINTMENTS:
2004- Postdoctoral fellow Emory University School of Medicine

RESEARCH INTERESTS:
Viral immunology, Immunological memory, CD8 T cells, Viral pathogenesis

Page 13



Profile of Invited speakers

Oral presentation 20

Masato Hatta

Research Assistant Professor

Influenza Research Institute,
Department of Pathobiological Sciences,
School of Veterinary Medicine,
University of Wisconsin-Madison

ACADEMIC DEGREES:

B.S. 1996  Hokkaido University (Veterinary Medicine)
DVM 1998  Ministry of Agriculture and Fishery, Japan
Ph.D. 2000 Graduate School of Veterinary Medicine, Hokkaido University (Virology)

PROFESSIONAL APPOINTMENTS:

1999 - 2003 Research Associate, Department of Pathobiological Sciences, School of Veterinary Medicine, University
of Wisconsin-Madison

2003 - 2005 Assistant Scientist, Department of Pathobiological Sciences, School of Veterinary Medicine, University
of Wisconsin-Madison

2005 - Research Assistant Professor, Department of Pathobiological Sciences, School of Veterinary Medicine,
University of Wisconsin-Madison

RESEARCH INTERESTS:
Molecular basis of virulence of influenza viruses

Oral presentation 24

Nobuhiko Tokuriki

Postdoctoral Fellow
Department of Chemistry
University of Cambridge

ACADEMIC DEGREES:

B.A. 1998  Osaka University (Biotechnology)
M.A. 2000 Osaka University (Biotechnology)
Ph.D. 2004  Osaka University (Biotechnology)

PROFESSIONAL APPOINTMENTS:
February 2004- May 2009 Weizmann Institute of Science, Israel, Postdoctoral Fellow
June 2009 - University of Cambridge, UK, Postdoctoral Fellow (Marie Curie fellowship)

RESEARCH INTERESTS:
Biophysics and Biochemistry, in particular understanding of the dynamics of protein evolution.

Page 14



Oral presentation from Hokkaido University

Oral presentation

5

Kyoko Hayashida

Oral presentation

Aberrant expression of MDM2 and dysfunction of p53 pathway in
Theileria parva-infected cells

7

Ryo Murata

Oral presentation

N-linked glycosylation in the envelope protein of West Nile virus in-
fluences viral growth in vitro and in vivo

8

Kentaro Yoshii

Oral presentation

Construction of a full length infectious cDNA clone for Omsk hemor-
rhagic fever virus

10

Keita Matsuno

Oral presentation

Different efficiency of C-type lectin-mediated entry between Marburg
virus strains

12

Shumpei Yasuda

Oral presentation

Hantavirus genome quantification in experimentally infected labora-
tory rats and naturally infected wild rats (Rattus norvegicus)

14

Tadaki Suzuki

Oral presentation

Viroporin activity of JCV agnoprotein

16

Chang-Hyun Song

Oral presentation

Effect of transplantation of bone marrow-derived mesenchymal stem
cells on mice infected with prions

18

Yuji Sunden

Oral presentation

Suppression of rabies virus propagation in mice brain by intracerebral
immunization of inactivated virus

21

Tomohisa Tanaka

Oral presentation

Experimental mouse model of human influenza-associated encepha-
lopathy in childhood

22

Rashid Manzoor

Oral presentation

PB2 protein of a highly pathogenic avian influenza virus strain A/
chicken/Yamaguchi/7/2004 (H5N1) determines its replication poten-
tial in pigs

23

Chie Nakajima

Oral presentation

Characterization of a new mycobacterial species belonging to Myco-
bacterium tuberculosis complex isolated from monkeys in Bangladesh

25

Manabu lIgarashi

Prediction of N-glycosylation potential of influenza virus hemaggluti-
nin:a bioinformatics approach
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The 15t International Young Researcher Seminar in Zoonosis Control
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Report

The 1% International Young Researcher Seminar in Zoonosis Control

Organizing Committee

8 19 21 3
The 1st International Young Researcher Seminar in
Zoonosis Control
COE

( )

2008 (
) ( ) ( ) 3

Organizing Committee

3
(
)
2009 3
( ) 4
2
(
)
12 (
:NIH
)
2
CDC Dr. Brault West Nile virus 2
( )
SARS coronavirus
12
13 25

1) Protozoan diseases, 2) Vector-borne diseases 3) Hemor-
rhagic fever 4) Polyoma virus 5) Prion diseases 6) Emerging

diseases 7) Immunology 8) Influenza virus 9) Bacteria infection
10) Bioinformatics

( - 8)
( = 12 )

37 1
Flash Talk

Organizing Committee

COE

Organizing Committee

COE
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BEST ORAL PRESENTATION AWARD

N-linked glycosylation in the envelope protein of West Nile virus
influences viral growth /n vitro and /in vivo

2009 8 The 1* International Young Re-
searcher Seminar in Zoonosis Control C6/36 LP SP
BHK QT6 SP
1 7 LP SP
1099 NY 10 SP
40%
-1
WNV  '90 LP LDs, 10'PFU LP

WNV NY E WNV E

N LP SP
LP
90
N
WNV E
LP SP
in vitro in vivo
BHK QT6
C6/36 LP SP
WNV NY
24
LP SP
0357

Best Oral Presentation
Award
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BEST ORAL PRESENTATION AWARD

Identification and characterization of WU Polyomavirus, a novel virus isolated
from a patient with acute respiratory tract infection

Washington University in St. Louis, MO, USA
Anne M.Gaynor

First of all 1 would like to thank everyone at the
GCOE for organizing the 1st International Young Re-
searcher Seminar in Zoonosis Control. It was a great
honor to be invited to participate in your conference and
I had a wonderful time. | also was able to travel around
Japan after the conference-what a beautiful country
and very kind people!

[Niseko, Japan 2009. AMG]

Viral infections of the respiratory tract are responsi-
ble for significant mortality and morbidity worldwide.
There have been extensive studies over the past several
decades to identify agents that cause respiratory dis-
ease, but even with these efforts approximately 30% of
all cases there is no known cause suggesting that addi-
tional agents are likely to cause disease.

WU Virus
5229 bp

We report the identification of a novel human polyo-
mavirus, WU in the family Polyomaviridae by screening
human respiratory secretions. Two human polyomavi-
ruses, BK and JC, were identified in 1971 and are
known to infect the majority of humans worldwide.
These two viruses are closely related to one another but
both cause a distinct pathological outcome in immuno-
compromised individuals. In addition to WU, two addi-
tional novel polyomaviruses have recently been identi-
fied Kl Polyomavirus (2007) and Merkel Cell Carci-
noma Polyomavirus (2008), however their roles in
pathogenicity are still also under investigation.

WU Polyomavirus is a novel human polyomavirus ini-
tially detected in a nasopharyngeal aspirate from a
three year old child diagnosed with pneumonia. A ran-
dom library was generated from nucleic acids extracted
from the nasopharyngeal aspirate and analyzed by high
throughput sequencing. Sequences from this sample
contained only limited identity of 35-50% to known
members of the family Polyomaviridae. We subse-
quently sequenced the entire genome of 5229bp which
revealed features characteristic of Polyomaviridae
members but phylogenetic analysis revealed that it is a
novel member of this family.

VP1 Capsid Protein

Budgerigar
Finch

Murine pnewmetropic
Hamsbar

Muring

African Green Monkey

Baboon
| m——
S\V40

6.1 aming acid

substifutions

Screening respiratory specimens from 4772 patients
with acute respiratory tract infection (ARTI) in Bris-
bane, Australia and St. Louis, USA using WU virus
specific primers yielded an overall prevalence rate of
2.4%. The presence of multiple instances of this virus in
two continents and over a period of several years sug-
gests that the virus is widespread in the human popula-
tion and raises the possibility that WU polyomavirus
may be a human pathogen. To begin to address this
guestion a full length genomic clone has been generated
to investigate the tissue tropism and replication proper-

ties of WU polyomavirus in vitro.
T—
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BEST POSTER AWARD

Large T antigen of JC virus promotes viral replication by inducing
ATM- and ATR-mediated G, checkpoint signaling
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JCV TAg G2

JCV TA
G2 G2

DNA Ataxia
-telangiectacia mutated (ATM), ATM and Rad3-related (ATR)

TAg G2
TAg
DNA
TAg G2
ATM/ATR
G2
DNA
JCcV
TAg ATM/ATR G2
G2 JCV
ATM/ATR
JCV
WuU

Anne M. Gaynor

JCV




BEST QUESTION AWARD

Experimental mouse model of human influenza-associated
encephalopathy in childhood

(IAE)
5
IAE
100
IAE
(LPS)
H3N2 A (AV) 1
ICR 34 LPS (IAV+LPS
) IAV LPS
(IAV LPS )
LPS  IAV+LPS
IAV+LPS
IAV+LPS
IAV+LPS IL-6 TNF-o
AV 1AV+LPS
IAV
1 ICR IAV LPS
IAV+LPS

1AV
IAE
IL-6 TNF-a  IAE

IAE
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Advanced Training Course for Zoonosis Control 2009

Advanced Training Course for Zoonosis Control

2009

Zoonosis Control Doctor

Advanced Training Course for Zoonosis Control 2009
COE

2008 2
2009 6 11 6

Midterm Report

11 24
Report 6 6

Final

COE
Core Curriculum for Zoonosis Control

Core Curriculum for
Zoonosis Control
8 19-21
2 3 The 1st International Young Re-
searcher Seminar in Zoonosis Control 2009

Final Report
Farewell Party

Advanced Training
Course for Zoonosis Control
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Indonesia

Ms. Dian Perwitasari

Researcher, National Institute of Health and Re-
search Development (NIHRD)

1

Sri Lanka

Ms. Iresha N.A. Wickramasinghe
Assistant lecturer, Div. Veterinary Pathology,
University of Peradeniya

Korea

Ms. Jusun Hwang

Researcher, Laboratory of biochemistry, College of
" Veterinary Medicine, Seoul National University

Myanmar

M . Kyaw Sanlinn

Assistant Lecturer, Dept. of Pharmacology &
Parasitology,University of Veterinary Science

Thailand

Mr. Prasopchai Aramrungroj

Medical Scientist, National Institute of Health,
Department of Medical Sciences

Thailand

Ms. Kanjana Changkaew

Scientist, Department of Microbiology, Faculty of
Public Health, Mahidol University
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Advanced Training Course for Zoonosis Control 2009



Report

Characterization of antimicrobial resistance and class 1 integrons in Escherichia coli isolated
from white shrimp (L/topenaeus vannamer) and water in Pnang-Nga Province, Thailand

2009 Advanced Training Course trainee
Department of Microbiology, Faculty of Public Health, Mahidol University, Thailand

Kanjana Changkaew

Antimicrobial resistance bacteria associated with
food and water has been of global concern. Use of
antimicrobial in aquaculture at subtherapeutic levels or
continuous used may cause of antimicrobial resistant
bacteria. The horizon transfer of integron among bacte-
ria plays an important role in the dissemination of an-
timicrobial resistance genes, resulting in the develop-
ment of multidrug resistance.

Integrons are gene-capturing systems that incorpo-
rate gene cassettes and convert them to functional
genes. Integrons locate on the bacterial chromosome or
a plasmid that often carry genetic determinants for an-
timicrobial drug resistance and the development of
multidrug resistance). So far, at least 4 types of inte-
grons were defined base on their homology to the inte-
grase protein. Among those types class 1 integrons are
most frequently found among multidrug resistant
Gram negative bacteria and more than 100 gene cas-
settes that discussed resistance have been identified.
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Figure from http://integrall.bio.ua.pt/

In this study, we investigated for susceptibility to
antimicrobials and presence of class 1 integron in E.
coli isolates from shrimps and water. We found 55
isolates showed resistance to at least one of the antim-
icrobial examined. High resistance rates were observed
for tetracycline, ampicillin, and trimethoprim. Ap-
proximately 12% of all the isolates showed a multidrug
resistance phenotype one of them extended spectrum
lactamase (ESBL) producing strain. Class 1 integron
were found in 16 resistant isolates using integrase gene
PCR assay. Gene cassette patterns were further charac-
terized by PCR and direct sequencing. Among class 1
integrase-containing isolates, the integron cassettes
were amplified in 7 isolates. Two different antimicro-
bial resistance gene cassettes were found in these iso-
lates. The gene cassettes were encoding resistance to

trimethoprim (dfrAl12 and dfrAl17) and streptomycin
(aadA2 and aadAb5). Moreover in this study two trans-
posase were found in the variable region of class 1 inte-

o
Q [ BEEaE

The figure showed 2 class 1 integron which found in this
study

Six months in Sapporo, | have many experiences,
worked hard, enjoyed Japanese life, and made new
friend. Moreover Hokkaido University is a really beau-
tiful place especially in autumn. So every day when |
go to my workplace, | am always happy and enjoying
sightseeing. Finally I would like to thank everyone at
the GCOE for organizing the Advanced Training
Course for Zoonosis Control 2009 and thanks are ex-
tended Professors Suzuki, Dr Nakajima, and all labora-
tory members.

Hokkaido University in autumn
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http://www.ustream.tv/recorded/3030753
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